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Overview

1. Mapping Tips and Tactics
1. Hints on naming conventions
2. Domain-specific tips
3. LOINC and SNOMED

2. Other RELMA Features

1. Auto mapper, Panels, Parts
2. Exporting local term mappings
3. Proposing new LOINC codes

3. Mapping Practicum
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Prid/Nom versus Type/Nom

Presence or Identity / Nominal

634-6"Bacteria identified:Prid:Pt:XXX:Nom:Aerobic cultureA:LN

Expected result comes from a list
Coded or free text

SNOMED recommended

“No growth”

Type / Nominal

59846-6:Salmonella sp identified:Type:Pt:Isolate:Nom

As above, but no negative




ACnc/Ord

Arbitrary concentration / Ordinal

11006-4:Borrelia burgdorferi Ab:Acnc:Pt:Ser:0rd

Expected results
Positive, Negative
Detected, Not detected
Yes, No




System

“XXX" means to be specified in another part
of the message

Specified System

Ser

Urine

Wound

Cvx

Stool

Isolate

Etc.



Method

Nucleic acid target amplification and
probe (prob.amp.tar)

Polymerase Chain Reaction
Transcription Mediated Amplification
Ligase Chain Reaction

Nucleic acid signal amplification and
probe (prob.amp.sig)
Hybridization Protection Assay
Branched Chain DNA
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Allergen Reporting

Three possible ways

1. Numeric concentration of IgE antibodies
(IU/mL)

6276-0:Triticum aestivum Ab.IgE:Acnc:Pt:Ser:Qn

2. A Rank (the RAST class from 1-6) based on
the concentration

16085-3:Triticum aestivum Ab.IgE.RAST class:Acnc:Pt:Ser:0rd

3. A Percent of the reaction rate to the
control specimen

41207-2:Triticum aestivum Ab.IgE:Ratio:Pt:Ser:Qn
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HIV-related Testing

CD3 marker need to accurately
identify T-cells

CD3+ CD4+
Both needed to identify T4 helper cells
Often called CD4+ marker, T4 cells, etc

CD3+ CD8+

Same rules apply as above.
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Cholesterol LDL

Calculated

13457-7:Cholesterol.in LDL:MCnc:Pt:Ser/Plas:QA:Calculated

Included in routine lipid panels, estimated from this equation:

LDL = total cholesterol - HDL - (Triglycerides x .20)

Direct

18262-6:Cholesterol.in LDL:MCnc:Pt:Ser/Plas:Qn:Direct assay

If reported alone, this is the most likely one.

Method unspecified (if you don’t know)

2089-1:Cholesterol.in LDL:MCnc:Pt:Ser/Plas:Qn




Analytes in Urine

Possible ways

1. Spot (random). Have Pt as Time and a
concentration as Property (MCnc, SCnc, etc)

2161-8:Creatinine:MCnc:Pt:Urine:Qn

2. Timed (24H) — concentration. (multiply
measured by volume of full collection)

20624-3:Creatinine:MCnc:24H:Urine:Qn

3. Excretion rate (24H).

2162-6:Creatinine:Mrat:24H:Urine:Qn




Choriogonadotropin

Pregnancy Tests

2118-8:Choriogonadotropin (pregnancy test) [Presence] in Ser/Plas
2106-3:Choriogonadotropin (pregnancy test) [Presence] in Urine
2110-5:Choriogonadotropin.beta subunit (pregnancy test) [Presence] in Ser/Plas
2112-1:Choriogonadotropin.beta subunit (pregnancy test) [Presence] in Urine

Tumor Marker

53959-3:Choriogonadotropin.tumor marker [Units/volume] in Serum or Plasma
53957-7:Choriogonadotropin. tumor marker [Mass/volume] in Serum or Plasma
53958-5:Choriogonadotropin.tumor marker [Moles/volume] in Serum or Plasma
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Toxicology

Codes specific to many specimens

Different codes for screening and
confirmatory tests

Watch out fFor singular vs plural

Amphetamines (methamphetamine, MDMA, etc) versus Amphetamine




Genetic Testing

Rapidly growing field



Naming Conventions

Many local names just include the
disorder, so need to know what is
actually being tested for: specific
genes, mutations, etc.












55233-1 Genetic analysis master panel m Blood or Tissue by Molecular
genetics method

PANEL HIERARCHY
LOINC# LOINC Name R/O/C Cardinality Data Type Ex. UCUM Units

55233-1 Genetic analysis master panel m Blood or Tissue by Molecular genetics method 1.n
55232-3 Genetic analysis summary panel in Blood or Tissue by Molecular genetics method 1.n

51967-8 Genetic disease assessed [Identifier] mn Blood or Tissue by Molecular genetics method C 0.n CWE

51963-7 Medication assessed [Identifier] n Blood or Tissue by Molecular genetics method C 0.n CWE

48002-0 Genomic source class [Type] m Blood or Tissue by Molecular genetics method R 1.1 CWE

51968-6 Genetic disease analysis overall mterpretation [mterpretation] in Blood or Tissue by Molecular genetics method C 0..1 CWE

53039-4 Genetic disease analysis overall carrier mterpretation [mterpretation] i Blood or Tissue by Molecular genetics C 0.1 CWE

method
51964-5 Drug efficacy analysis overall mterpretation [mterpretation] i Blood or Tissue by Molecular genetics method C 0..1 CWE
51971-0 Drug metabolism analysis overall mterpretation [mterpretation] n Blood or Tissue by Molecular genetics C 0.1 CWE
method
51969-4 Genetic analysis summary report n Blood or Tissue Document by Molecular genetics method 0] 0..1 FT
53577-3 Reason for study addttional note [Text] n Blood or Tissue by Molecular genetics method Narrative (0] 0.1 ST

55207-5 Genetic analysis discrete result panel m Blood or Tissue by Molecular genetics method 1.n
55208-3 DNA analysis discrete sequence variation panel mn Blood or Tissue by Molecular genetics method 1.n

48018-6 Gene [Identifier] m Blood or Tissue by Molecular genetics method 0] 0..1 CWE

48013-7 Genomic reference sequence [Identifier] n Blood or Tissue by Molecular genetics method C 0..1 CWE

51958-7 Transcript reference sequence [Identifier] m Blood or Tissue by Molecular genetics method C 0..1 CWE

48008-7 Allele name [Identifier] n Blood or Tissue by Molecular genetics method 0] 0..1 CWE

48003-8 DNA sequence variation identifier [[dentifier] m Blood or Tissue by Molecular genetics method (0] 0.1 CWE

48004-6 DNA sequence variation in Blood or Tissue by Molecular genetics method C 0..1 CWE

48019-4 DNA sequence variation tvpe m Blood or Tissue by Molecular genetics method 0] 0..1 CWE

48005-3 Amino acid change mn Blood or Tissue by Molecular genetics method C 0..1 CWE

48006-1 Amino acid change type n Blood or Tissue by Molecular genetics method (0] 0..1 CWE









Routine Cultures

Component
Bacteria identified

Fungus identified
Virus identified

Method

Culture
Anaerobic culture
Aerobic culture



“Bacteria identified”

Anything that will grow on

routine culture media

Bacteria
Yeasts (sometimes)

OBX|1|CE|606-7~Bacteria identified in Bld by CultureALN|1|
3092008AStaphylococcus aureusASCT] ...

Does not mean only positive results
No growth
Normal flora
No significant growth




Susceptibility Testing

Antibiotics, etc

18864-9:Ampicillin:Susc:Pt:Isolate:0rdQn

19000-9:Vancomycin:Susc:Pt:Isolate:0rdQn

LOINC has codes based on methods
Methodless
Minimum Inhibitory Concentrations
Kirby Bauer disc testing
Gradient strip (E-test)




Susceptibility Testing

Resistance Genes in Bacteria

62256-3:Bacterial aminoglycoside resistance (aacA)
gene:ACnc:Pt:XXX:0rd:Probe.amp.tar

48813-0:Bacterial methicillin resistance (mecA)
gene:ACnc:Pt:XXX:0rd:Probe.amp.tar
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Point Of Care (POC)

After discussion LOINC Committee
decided NOT to distinguish on this
aspect in the LOINC name.

Many times the POC variant has a
System of “Bld” (versus Ser, etc).






If an observation is a question and
the observation value is
an answer...

LOINC provides codes for
questions

Other vocabularies (e.g.
SNOMED) provide codes for

the answers



LOINC represents the guestion

Is there any Botulism toxin in my specimen?

33708-9AClostridium botulinum toxin:Acnc:Pt:XXX:0rdALN

Organisms identified in the specimen?

634-6"Bacteria identified:Prid:Pt:XXX:Nom:Aerobic culture/:LN

SNOMED represents the answer

260385009/ Negative/ASCT

103429008ME. coli 0157:H7ASCT




Result with a Coded Value

e O
Data type of , ,
result (OBX-5) is a This code is
coded element From LOINC
/

.

OBX|!| CE |'6609-2/\Listeria IDALN |—|36094007/\L. monocytogenesASCT

This code is
from SNOMED

/

.

Code identifying this
observation

(what are these results?

Listeria culture)

\

4

Code identifying the
result (L. monocytogenes)



How do they work in HL7v2?

LOINC may be used:
* in OBR-4 (Universal Service Identifier)
* in OBX-3 (Observation Identifier)

SNOMED may be used:
« in OBX-5 (where coded values are needed)

« almost anywhere else coded values are
needed



How do they work in CDA?

LOINC may be used:

e ClinicalDocument/code
« Section/code

« Observation/code

SNOMED may be used:

« almost anywhere else coded values are
needed



Prospects for Collaboration






photo via pasukaruzo



What Does It Do?

Batch processes local term file or runs
on-demand for selected local term

Uses words and units from local terms

Produces a ranked list for your review



Auto Mapper On-Demand

[ Breaks tie scores with Rank 1




Recent Improvements

Much faster

Better clean-up routine

New specimen guesser

Better local to LOINC word finder
Break ties with frequency data



(Lab) Auto Mapper

\L launch it here

a couple of options

print report or work through
the ranked list when done




Intelligent Mapper - Mapping Screen
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Printing Mapped Terms

May highlight terms to be
printed

Click Print button to Preview
output




Configure Export Format

Context Sensitive Export
Configuration




Export Grid Rows Config

[ Select Export Format %

Select Fields to Export }

Save Configuration and
Export




Export Local Term File

[ Export whole set }




Export Terms Dialog

[ Select Term Set ]/

Select Delimiter }

Check Fields you
wish to export




Excel™ Export
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LOINC Part Search

Works just like the term search
Handy for looking at descriptions



Parts Search



Parts Search

only parts that have
descriptions, references, etc




Details Screen: LOINC Part
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Panels, Forms, and Surveys

Wanted to make it easy to find
Special features for browsing



Panels, Forms and Survey Review

Review Panels, Forms and
Surveys

Review Panels, Forms and
Surveys




Specific Things for U.S. Context



Laboratory Panels

Double-click panel
name to see
components




Expanded Panel Detail



Another Example



Clinical Panels

3141-9

Find where a term has
been used




LOINC Term Panel Usage



Other Survey Instruments



View Panel Children

Select View Panel Children
from context menu

Export
Configure Export

Sort Grid
Configure Grid

View Details - Simple
View Details - Comprehensive

View Details - Custom

View Panel Children

Truncate Text

Wrap Text

Print

Map
Repeat Mapping
Propose a new LOINC

Propose a LOINC based on selected term

Find Panels with all these LOINCs
Find Panels with any of these LOINCs




Panel Children



Parent Panels For a given LOINC

[ Find panels with all these LOINCs j>




Parent Panels For a given LOINC
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Proposing a New Term
Are you sure?

Ask your instrument manufacturer
Give us all you got
RELMA is best

Send them in groups



What We Need

Local test/observation name

Local order (panel) name
Description of the test

Name of send out lab (if applicable)

Name of healthcare organization that stimulated the request for
this term (if you are submitting on behalf of someone else)

Units of measure (For quantitative observations)
Answer lists (For qualitative observations)

Sample results, reports (if applicable)

Package inserts, test kit documentation (if applicable)

Vendor, instrument, and/or reagent kit used to perform this test (if
applicable)

Description of the project or activity that stimulated the request
for this term, or any other documentation you have



Propose new LOINC terms

Select Propose a
LOINC




Navigate through
proposed terms

Your Info

Create new term,
save current term
or Exit form

|

Suggested LOINC Name

V




Use Existing Terms as Template

Click the Propose
Term button

Select your closest
match




Use Existing Terms as Template

“Template LOINC"
pre-populates form




Review Proposed Terms

Review your new
terms




x

Review Proposed Terms

Dr. Awesome LOINCer 123-123-1234
Data Hogs, Inc 123-123-1233

iloveloinc@gmail.com

Choose whether to
send or postpone

All proposed terms
fully editable




Submitting New Terms

Still need to email us the File
submissions@loinc.org

More Information
http://loinc.org/submissions

LOINC Submissions Policy
http://loinc.org/submissions-policy




http://loinc.org/submissions/new-terms
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Your turn!

Mapping Practicum
and help with
RELMA
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